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Species Gene Symbol Gene ID GenBank Accession Transcript
Human NDUFAS 4702 BC001016 NM_014222
About the gene
Official Symbol NDUFAS

Previous Symbol

Official Full Name

NADH:ubiquinone oxidoreductase subunit A8

Synonyms PGIV; MGC793
Location 9q33.2
Gene Type protein_coding
Uniprot ID P51970
Pathway/Library Cancer Target Genes Library

Gene Summary

The protein encoded by this gene belongs to the complex I 19 kDa subunit family. Mammalian complex |
is composed of 45 different subunits. This protein has NADH dehydrogenase activity and oxidoreductase
activity. It plays an important role in transfering electrons from NADH to the respiratory chain. The
immediate electron acceptor for the enzyme is believed to be ubiquinone. Alternative splicing of this gene
results in multiple transcript variants encoding different isoforms.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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